(kr(K 

Sariat 

□ 
□ 

D 
□ 

□ 
□ 
□ 

□ 
□ 
□ 
□ 



#-7 ^ y^-'iwh 

CB#ro« corrected by .he STIC SV'* Br^"^ ^^..jjiskcoo 

Number Of/l'Jf',^^ — ^X^. Jt^ i^^^^ 

Changed a file from non-ASCII to ASCII 

me noargte in cases .*e,e *s seq.^ ^x, -w^" <o ^ nex. line, 
Edited a lom,al enor in Ihe C J&N,p"LE BaEJj. S|«ci<k:all,: 



Edited me Cu^ent Apptication Data section »ith the actu^ cunent number, m number Inpcmed by the 

applicant was □ ttie prior applicaf on data; or U other ■■ 

Added the mandatory heading and subheadings for -Cunent Application Data". 
EcSted me -Number ot Sequences- «eld. The applet spelled out a number instead o. using an integer. 
Changed me spelling ol a mandatory field (me t-eadings or subheadings). specHioally: 



O" 




inserted colons after headings/subheadings. Headings edited included: 



Doi e t e d-e x trari nva li d i-fe 



ead in gs use d b y an a pplicant, specifically: 



□ 
□ 

□ 
□ 

□ 
□ 

□ 




Deleted: Q non-ASCII "garbage" at the beginnin^offiles^ 
□ page numbers throughout text; □ other .nvali(— 

Inserted mandatory headings, specifically: 



secretary initials/filename at end of file; 



as_ 



Corrected an obvious error in the response, specifically: 



Edited idenfrfiers where upper case is used but lower case is required, or vice versa. 
Corrected an error in the Number of Sequences field, specifically: 



A -Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

Deleted ending stop codon in amino add sequences and adjustedU^^TO 

due to a Palentin bug). Sequences con-ected: __ 



Other: 



Action. DO NOT send a copy of this form. 




1646 



PAGE: 1 RAW SEQUENCE LISTING DATE: 02/25/2000 

PATENT APPLICATION US/09/376,430 TIME: 12:34:06 

Input Set: 1376430 •RAW 



This Raw Listing contains the General 
Information Section and those Sequences 
containing ERRORS. 



1 <110> Moore, Paul A. 

2 Rosen, Craig A. 

3 Ruben, Steven M. 

4 <120> Cytokine Receptor Common Gamma Chain Like 

5 <130> PF466P1 

6 <140> US/09/376,430 

7 <141> 1999-08-18 

8 <150> 60/086,505 

9 <151> 1998-05-22 

10 <150> 60/078,563 

11 <151> 1998-03-19 

12 <150> 09/263,626 

13 <151> 1999-03-05 

14 <150> PCT/US99/05068 

15 <151> 1999-03-05 

16 <160> 32 

17 <170> Patentin Ver. 2.0 



ERRORED SEQUENCES FOLLOW 



18 


<210> 


32 












19 


<211> 


144 












20 


<212> 


DNA 












21 


<213> 


Homo sapiens 












22 


<400> 


32 












23 




ccggttagat ctgccatcat 


ggggcggctg 


gttctgccgg 


ttagatctgc 


catcatgggg 


60 


24 




cggctggttc tgccggttag 


atctgccatc 


atggggcggc 


tggttctgcc 


ggttagatct 


120 


25 




gccatcatgg ggcggctggt 


tctg 








144 


26 




1 \ 













Does Not Comply 
Corrected DiskPttnKiI 



Diskette Needed 



PAGE: 2 W VERIFICATION SUMMARY ^ DATE: 02/25/2000 

PATENT APPLICATION US/09/376,430 TIME: 12:34:06 

Input Set: 1376430. RAW 

Line ? Error/Warning Original Text 



26 E Number of Bases conflict w/ Running Total 1 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/376,430 



DATE: 02/29/2000 
TIME: 10:21:53 



Input Set: 1376430. RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. 



<110> APPLICANT: Moore, Paul A. 
Rosen, Craig A. 
Ruben, Steven M. 

<120> TITLE OF INVENTION: Cytokine Receptor Common Gamma Chain Like 
<130> FILE REFERENCE: PF466P1 

<140> CURRENT APPLICATION NUMBER: US/09/376,4 30 

<141> CURRENT FILING DATE: 1999-08-18 

<150> EARLIER APPLICATION NUMBER: 60/086,505 

<151> EARLIER FILING DATE: 1998-05-22 

<150> EARLIER APPLICATION NUMBER: 60/078,563 

<151> EARLIER FILING DATE: 1998-03-19 

<150> EARLIER APPLICATION NUMBER: 09/263,626 

<151> EARLIER FILING DATE: 1999-03-05 

<150> EARLIER APPLICATION NUMBER: PCT/US99/05068 

<151> EARLIER FILING DATE: 1999-03-05 

<160> NUMBER OF SEQ ID NOS : 32 

<170> SOFTWARE: Patentin Ver. 2.0 

<210> SEQ ID NO 1 

<211> LENGTH: 1573 

<212> TYPE: DNA 

<213> ORGANISM: Homo sapiens 

<22Q> .FK^'VUHKx 

<221> NAME/KEY: CDS 

<222> LOCATION: (13).. (1125) 

<400> SEQUENCE: 1 

cggcacgagg gc atg ggg egg ctg gtt ctg ctg tgg gga get gcc gtc ttt 51 
Met Gly Arg Leu Val Leu Leu Trp Gly Ala Ala Val Phe 
15 10 



ctg 


ctg 




ggc 


tgg 


atg 


get 


ttg 


ggg 


caa 


gga 


gga 


gea 


gea 


gaa 


gga 


99 


Leu 


Leu 


Gly 


Gly 


Trp 


Met 


Ala 


Leu 


Gly 


Gin 


Gly 


Gly 


Ala 


Ala 


Glu 


Gly 






15 










20 










25 












gta 


cag 


att 


cag 


ate 


ate 


tac 


ttc 


aat 


tta 


gaa 


ace 


gtg 


cag 


gtg 


aca 


147 


Val 


Gin 


He 


Gin 


He 


He 


Tyr 


Phe 


Asn 


Leu 


Glu 


Thr 


Val 


Gin 


Val 


Thr 




30 










35 










40 










45 




tgg 


aat 


gcc 


age 


aaa 


tae 


tec 


agg 


acc 


aac 


ctg 


act 


ttc 


cac 


tac 


aga 


195 


Trp 


Asn 


Ala 


Ser 


Lys 


Tyr 


Ser 


Arg 


Thr 


Asn 


Leu 


Thr 


Phe 


His 


Tyr 


Arg 












50 










55 










60 






ttc 


aac 


ggt 


gat 


gag 


gee 


tat 


gac 


cag 


tgc 


ace 


aac 


tac 


ctt 


etc 


cag 


243 


Phe 


Asn 


Gly 


Asp 


Glu 


Ala 


Tyr 


Asp 


Gin 


Cys 


Thr 


Asn 


Tyr 


Leu 


Leu 


Gin 










65 










70 










75 








gaa 


ggt 


cac 


act 


teg 


ggg 


tgc 


etc 


eta 


gac 


gea 


gag 


cag 


ega 


gac 


gac 


291 


Glu 


Gly 


His 


Thr 


Ser 


Gly 


Cys 


Leu 


Leu 


Asp 


Ala 


Glu 


Gin 


Arg 


Asp 


Asp 








80 










85 










90 










att 


etc 


tat 


ttc 


tec 


ate 


agg 


aat 


ggg 


acg 


cac 


cec 


gtt 


ttc 


ace 


gea 


339 



■ 




PAGE: 2 RAW SEQUENCE LISTING DATE: 02/29/2000 

PATENT APPLICATION US/09/376,430 TIME: 10:21:53 

Input Set: I376430.RAW 



45 


lie 


Leu 


Tvr 


Phe 


Ser 


lie 


Ara 


Asn 


Glv 


Thr 


His 


Pro 


Val 


Phe 


Thr 


Ala 




46 




95 










100 

X U V/ 










I o<? 












47 




cgc 


^yy 


atg 


att 
y L. L. 


tat 


tae 


ctg 


aaa 


cee 


agt 


tec 


eeg 


aag 


eac 


ata 

y *-y 


387 


48 


Ser 


Atct 


1 J. 


Met 


Val 


Tvr 


Tvr 


Leu 


Lys 


Pro 


Ser 


Ser 


Pro 


Lys 


Hie; 
XiX o 


Val 

vox 




49 


± X V/ 










lis 










1 90 

X Z L/ 










1 9 R 




50 




ttt 


"teg 


taa 
L-yy 


cat 


eag 


gat 


gea 


ata 
y ^y 


aeg 


ata 
y ^y 


^^y 


tat 

i-y L, 


tct 


gac 


ctg 


435 


51 




Phe 


Ser 


lip 


His 


Gin 


Asp 


Ala 


Val 


Thr 


Val 


Thr 


Cys 


Ser 


Asp 


Leu 














1 '50 

X J V/ 










1 J 3 










1 4 U 






53 


"tec 


"tac 


yyy 


gat 


etc 


etc 


tat 


aaa 

y**y 


att 

y L- c 


cag 


tac 


naa 
<-yy 


age 


ccc 


ttc 


gae 


483 


54 


Ser 


1 y 1. 


Gly 


Asp 


Leu 


Leu 


Tvr 


Glu 


Val 


Gin 


Tvr 


A rrr 
Miy 


Ser 


Pro 


Phe 


Asp 












1 4 R 










1 RO 

J. 3 V 










i. 3 3 








56 


3CC 


y ay 


"taa 
L-yy 


cag 


tec 


aaa 


eag 


ga a 


aa t 


ace 


tgc 


aae 


gtc 


ace 


ata 


gaa 


531 


57 


Thr 


Glu 


lip 


Gin 


Ser 


JJ jf *D 




ox u 


A c: n 


Thr 

1 111. 


P vet 


A c:n 


Val 
vox 


Th r 

1 11^ 


Tie 

X X c 


Gl 11 

V3X Li 




o o 






1 fin 

X D u 










1 fi c; 

10 3 










1 / U 










R Q 


ggc 


L Ly 


gat 


gcc 


gag 


aag 


xgx 


tae 


uC X. 




tgg 


gtc 


agg 


gtg 


aag 


get 


R 7 Q 
3/3 


D u 


oxy 


r £ki 1 


Aon 


ai a 




Lys 


Cys 


Tyr 


Ser 


Dho 
rTie 


Trp 


Vol. 


Arg 


Vox 


Lys 


Ala 
AXO 




D 1 




1 7 c: 
1/3 










1 fin 










1 fi R 
1 o3 












62 


atg 


gag 


gat 


gta 


tat 


ggg 


eca 


gac 


aca 


tae 


eca 


age 


gac 


tgg 


tea 


gag 


627 


O J 




rsl n 


Asp 


Vd J. 


Tyr 


oiy 


Pro 


Asp 


iiir 


Tyr 


Pro 


Ser 


Asp 


Trp 


Ser 


uXU 






± y u 










1 jO 










o n n 
z U U 










O A c; 
Z U 3 




65 




ac a 


tgc 


*-yy 


cag 


A n A 
ay CI 


gyt- 


oa n 

y«y 


CI ^ ^ 


cyy 


y a L. 


y ^ 


tat 


fir* a 
y c o 


yag 


a a 
O o 


fi7 S 


66 


V CI X 


J. iix 




1 rp 




A r/^ 


fil V 


nl 11 

VjX Li 


Tl fa 

X Xc 


A im 


Asp 


Al a 
aXO 




Al a 
nXO 


nl 11 

VjX Li 


Th T" 
1 111. 




D / 










z 1 U 










Z 1 3 










O O A 
Z Z U 






o o 


L> d 


ct 


z-' -4- 




aaa 


eca 


aag 


cxg 


"Ccc 


aaa 


L L L 


a + + 

O L L 


L LO 


O L L 


tec 


age 


7 9*? 
/ Z J 




Pro 


Thr* 


Pro 


Pro 


Lys 


Pro 


Lys 


Leu 


oe r 


Lys 


rTie 


Tl A 

i±e 


Leu 


Tl £^ 

ixe 


Ser 


Ser 




/ u 








9 9 R 
Z Z O 










9 T n 
z J u 










9 "3 R 
Z J 3 








71 


cfccf 




ate 


ctt 




"ho 


y^y.. 


tct 


etc 


etc 


ctt 


■V *-y- 


tct 


tta 


"t" net 

_jiiig„ 


aaa 


771 




T A1 1 
J-iC? Li 






IjC Li 


LiC Li 


lYLcS L 


VaX 


Ser 


Leu 


Leu 


Leu 


Leu 


Ser 


Leu 


Trp 


Lys 




7 T 






^ 4 u 










9 A R 
Z 4 3 










9 RO 
Z 3 U 










74 


tta 


"t" era 

^yy 


aga 


at a 

y "-y 


aag 


aag 


ttt 


etc 


att 


ccc 


ciy V- 


rf "f" rf 

y^y 


r* r* a 
o 


y o V.0 


^ \» y 


aaa 
o o o 


ftl 9 

O X ^ 


7 




irp 


y 


V a X 


Lys 


T" T7C! 

ijy s 


Dho 

It lie 


Leu 


Tl o 

ixe 


Pro 


Ser 


Vox 


Pro 


Asp 


Pro 


Lys 




76 




^ ^ ^ 










9fi0 










9fi R 

Z D 3 












77 


"tec 


a'tc 


ttc 


ccc 


aaa 

yyy 


etc 


ttt 


a;3a 
yay 


ata 


eac 


caa 


yyy 


aae 


ttc 


'-ay 


aaa 
yay 


867 


78 


»-> JL 


Tie 


It lie 


It 1 U 




IjCU 


Php 

ir lie 


m 11 

UXLi 


Tl A 
X Xc 


XIX c> 


nl n 


m V 

oxy 


A c!n 
noil 


Php 


Gl n 


vaXLi 




79 


9 70 










97 *^ 

Z / 3 










9 ft 0 
z o u 










9ft R 
Z O 3 




80 




a't c 


aca 


gac 


a c c 


cag 


a a c 


y i-y 


gee 


eac 


etc 


eac 


aag 


a n 
o L.y 


etc* s\ 
y Lo o 


yy 


Ql ^ 

7 X J 


81 




lie 


X 11 J. 


nop 


1 11 j- 


nl n 


A c! n 


vox 


Al a 
nx d 


nx o 


r oi 1 

IjC Li 


nx o 


Lys 




Ala 

AXO 


Gl \7 

oxy 




82 










9 Q 0 

Z Z7 U 










9 

Z 7 3 










n n 

J VJ u 






83 


gc3 


y ay 


ca a 


gaa 


agt 


aar* 

yy^ 


ccc 


aaa 

y y 


aaa 
yay 


CCC 


ctg 


gta 


at c 
y 


eag 


tta 
L L-y 


gee 


96 3 


84 


Ala 


Glu 


Gin 


Glu 


Ser 


Gly 


Pro 


Glu 


Glu 


Pro 


Leu 


Val 


Val 


Gin 


Leu 


Ala 




O J 








T n c: 
J U 3 










Tin 
J 1 (J 










TIC 
J 1 3 








86 


aag 


act 


gaa 


gcc 


gag 


tct 


ccc 


agg 


atg 


ctg 


gac 


eca 


cag 


ace 


gag 


gag 


1011 


87 


Lys 


Thr 


Glu 


Ala 


Glu 


Ser 


Pro 


Arg 


Met 


Leu 


Asp 


Pro 


Gin 


Thr 


Glu 


Glu 




88 






320 










325 










330 










89 


aaa 


gag 


gcc 


tct 


ggg 


gga 


tec 


etc 


cag 


ctt 


ccc 


eac 


eag 


ccc 


etc 


caa 


1059 


90 


Lys 


Glu 


Ala 


Ser 


Gly 


Gly 


Ser 


Leu 


Gin 


Leu 


Pro 


His 


Gin 


Pro 


Leu 


Gin 




91 




335 










340 










345 












92 


ggc 


ggt 


gat 


gtg 


gtc 


aca 


ate 


ggg 


ggc 


ttc 


ace 


ttt 


gtg 


atg 


aat 


gac 


1107 


93 


Gly 


Gly 


Asp 


Val 


Val 


Thr 


He 


Gly 


Gly 


Phe 


Thr 


Phe 


Val 


Met 


Asn 


Asp 




94 


350 










355 










360 










365 







• 


• 








PAGE: 


3 RAW SEQUENCE LISTING 


DATE: 


02/29/2000 




PATENT APPLICATION US/09/376,430 


TIME: 


10:21:53 






Input Set: 


1376430. RAW 


95 


cgc tec tac gtg gcg ttg tgatggacac accactgtca aagtcaacgt 




1155 


96 


Arg Ser Tyr Val Ala 


Leu 








97 


370 










98 


caggatccac gttgacattt aaagacagag gggactgtcc cggggactcc 


acaccaccat 


1215 


99 


ggatgggaag tctccacgcc aatgatggta ggactaggag actctgaaga cccagcctca 


1275 


100 


ccgcctaatg cggccactgc cctgctaact ttcccccaca tgagtctctg tgttcaaagg 


1335 


101 


cttgatggca gatgggagcc aattgctcca ggagatttac tcccagttcc 


ttttcgtgcc 


1395 


102 


tgaacgttgt cacataaacc ccaaggcagc acgtccaaaa tgctgtaaaa 


ccatcttccc 


1455 


103 


actctgtgag tccccagttc cgtccatgta cctgttccat agcattggat 


tctcggagga 


1515 


104 


ttttttgtct gttttgagac tccaaaccac ctctacccct acaaaaaaaa 


aaaaaaaa 


1573 


105 


<210> SEQ ID NO 2 










106 


<211> LENGTH: 371 










107 


<212> TYPE: PRT 










108 


<213> ORGANISM: Homo sapiens 








109 


<400> SEQUENCE: 2 










110 


Met Gly Arg Leu Val 


Leu Leu Trp Gly Ala Ala Val Phe Leu 


Leu 


Gly 




111 


1 5 


10 


15 




112 


Gly Trp Met Ala Leu Gly Gin Gly Gly Ala Ala Glu Gly Val Gin He 




113 


20 


25 30 








114 


Gin He He Tyr Phe 


Asn Leu Glu Thr Val Gin Val Thr Trp Asn Ala 




115 


35 


40 45 








116 


Ser Lys Tyr Ser Arg 


Thr Asn Leu Thr Phe His Tyr Arg Phe 


Asn 


Gly 




117 


50 


55 60 






118 


Asp Glu Ala Tyr Asp 


Gin Cys Thr Asn Tyr Leu Leu Gin Glu 


Gly His 




119 


65 


70 75 




80 




120 


Thr Ser Gly Cys Leu 


Leu Asp Ala Glu Gin Arg Asp Asp He 


Leu 


Tyr 




121 


85 


90 


95 






122 


Phe Ser He Arg Asn 


Gly Thr His Pro Val Phe Thr Ala Ser 


Arg 


Trp 




123 


100 


105 110 






124 


Met Val Tyr Tyr Leu 


Lys Pro Ser Ser Pro Lys His Val Arg 


Phe 


Ser 




125 


115 


120 125 








126 


Trp His Gin Asp Ala 


Val Thr Val Thr Cys Ser Asp Leu Ser 


Tyr 


Gly 




127 


130 


135 140 






128 


Asp Leu Leu Tyr Glu 


Val Gin Tyr Arg Ser Pro Phe Asp Thr 


Glu 


Trp 




129 


145 


150 155 




160 




130 


Gin Ser Lys Gin Glu 


Asn Thr Cys Asn Val Thr He Glu Gly 


Leu 


Asp 




131 


165 


170 


175 






132 


Ala Glu Lys Cys Tyr 


Ser Phe Trp Val Arg Val Lys Ala Met 


Glu 


Asp 




133 


180 


185 190 








134 


Val Tyr Gly Pro Asp 


Thr Tyr Pro Ser Asp Trp Ser Glu Val 


Thr 


Cys 




135 


195 


200 205 






136 


Trp Gin Arg Gly Glu 


He Arg Asp Ala Cys Ala Glu Thr Pro 


Thr 


Pro 




137 


210 


215 220 








138 


Pro Lys Pro Lys Leu 


Ser Lys Phe He Leu He Ser Ser Leu 


Ala 


He 




139 


225 


230 235 




240 




140 


Leu Leu Met Val Ser 


Leu Leu Leu Leu Ser Leu Trp Lys Leu 


Trp 


Arg 




141 


245 


250 


255 




142 


Val Lys Lys Phe Leu 


He Pro Ser Val Pro Asp Pro Lys Ser 


He 


Phe 




143 


260 


265 270 








144 


Pro Gly Leu Phe Glu 


He His Gin Gly Asn Phe Gin Glu Trp 


He 


Thr 






PAGE: 4 RAW SEQUENCE LISTING DATE: 02/29/2000 

PATENT APPLICATION US/09/376,430 TIME: 10:21:53 

input Set: 1376430. RAW 

145 275 280 285 

146 Asp Thr Gin Asn Val Ala His Leu His Lys Met Ala Gly Ala Glu Gin 

147 290 295 300 

148 Glu Ser Gly Pro Glu Glu Pro Leu Val Val Gin Leu Ala Lys Thr Glu 

149 305 310 315 320 

150 Ala Glu Ser Pro Arg Met Leu Asp Pro Gin Thr Glu Glu Lys Glu Ala 

151 325 330 335 

152 Ser Gly Gly Ser Leu Gin Leu Pro His Gin Pro Leu Gin Gly Gly Asp 

153 340 345 350 

154 Val Val Thr lie Gly Gly Phe Thr Phe Val Met Asn Asp Arg Ser Tyr 

155 355 360 365 

156 Val Ala Leu 

157 370 

158 <210> SEQ ID NO 3 

159 <211> LENGTH: 363 

160 <212> TYPE: PRT 

161 <213> ORGANISM: Homo sapiens 

162 <400> SEQUENCE: 3 

163 Met Leu Lys Pro Pro Leu Pro Leu Arg Ser Leu Leu Phe Leu Gin Leu 

164 15 10 15 

165 Asn Glu Asp He Gly Gly Lys Pro Gly Thr Gly Gly Asp Phe Phe Leu 

166 20 25 30 

167 Thr Ser Thr Pro Ala Gly Thr Leu Asp Val Ser Thr Leu Pro Leu Pro 

168 35 40 45 

169 Lys Val Gin Cys Phe Val Phe Asn Val Glu Tyr Met Asn Cys Thr Trp 

170 50 55 60 

3r7-i -S e r ■ S e r - S e r -Glu Pro — Gl - n—Pro -rA sn — Asn Leu - Thr - L ©^— H-i-s—T y -r G l-y 

172 65 70 75 80 

173 Tyr Arg Asn Phe Asn Gly Asp Asp Lys Leu Gin Glu Cys Gly His Tyr 

174 85 90 95 

175 Leu Phe Ser Glu Gly He Thr Ser Gly Cys Trp Phe Gly Lys Lys Glu 

176 100 105 110 

177 He Arg Leu Tyr Glu Thr Phe Val Val Gin Leu Gin Asp Pro Arg Glu 

178 115 120 125 

179 His Arg Lys Gin Pro Lys Gin Met Leu Lys Leu Gin Asp Leu Val He 

180 130 135 140 

181 Pro Trp Ala Pro Glu Asn Leu Thr Leu Arg Asn Leu Ser Glu Phe Gin 

182 145 150 155 160 

183 Leu Glu Leu Ser Trp Ser Asn Arg Tyr Leu Asp His Cys Leu Glu His 

184 165 170 175 

185 Leu Val Gin Tyr Arg Ser Asp Arg Asp Arg Ser Trp Thr Glu Gin Ser 

186 180 185 190 

187 Val Asp His Arg His Ser Phe Ser Leu Pro Ser Val Asp Ala Gin Lys 

188 195 200 205 

189 Leu Tyr Thr Phe Arg Val Arg Ser Arg Tyr Asn Pro Leu Cys Gly Ser 

190 210 215 220 

191 Ala Gin His Trp Ser Asp Trp Ser Tyr Pro He His Trp Gly Ser Asn 

192 225 230 235 240 

193 Thr Ser Lys Glu Asn He Glu Asn Pro Glu Asn Pro Ser Leu Phe Ala 

194 245 250 255 



PAGE: 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/376,430 



DATE: 02/29/2000 
TIME: 10:21:53 



input Set: I 37 6430. RAW 

Leu Glu Ala val Leu He Pro Leu Gly Ser Met Gly Leu lie Val Ser 

260 265 270 

Leu lie Cys Val Tyr Cys Trp Leu Glu Arg Thr Met Pro Arg He Pro 

•yg 280 285 

Thr Leu Lys Asn Leu Glu Asp Leu Val Thr Glu Tyr Gin Gly Asn Phe 

290 295 300 

ser Ala Trp Ser Gly Val Ser Lys Gly Leu Ala Glu Ser Leu Gin Pro 

Tyr ser Glu Arg Leu Cys His Val Ser gIu He Pro Pro Lys Gly 

Gly Glu Gly Pro Gly Gly Ser Pro Cys Ser Gin His Ser Pro Tyr Trp 

340 350 
Ala Pro Pro Cys Tyr Thr Leu Lys Pro Glu Pro 
355 360 
<210> SEQ ID NO 4 
<211> LENGTH: 733 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 

r^gatccgga^cccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 
aa?tcqaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 
Tc^cccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa 9accctgagg 
tcaaqt?caa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 
a^gagcagra caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 
qStgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 360 
ctc^L^gcc aaagggcagc ccc gagaacc ^^^ ^^^ ^ ^ 

:~ iiiiizz gSa ;c:= g;cgg;£np^c: 

ccacqcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 
acaaraccag g^ggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 
acaaccac?a cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
gactctagag gat 
<210> SEQ ID NO 5 
<211> LENGTH: 5 
<212> TYPE: PRT 
<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: 
<22 2> LOCATION: 
<223> OTHER INFORMATION: 
<400> SEQUENCE: 5 

Trp Ser Xaa Trp Ser 
1 5 
<210> SEQ ID NO 6 
<211> LENGTH: 86 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 

^^"i/atttocccga ..tct.,att tcccc^aaat ,atttccc., aaat^atttc SO 

cccgaaatat ctgccatctc aattag 

U^^^F^/or Xaa have been detected in the Sequence Listing. P'^^^f^^^^^^^^^ 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



195 
196 
197 
198 
199 
200 
201 
202 
203 
204 
205 

206 

207 

208 

209 

210 

211 

212 

213 

214 

215 

216 

217 

218 

219 

221 
222 
223 
224 
225 
226 
227 
228 
229 
230 
231 
232 
233 
234 
235 
236 
237 
238 
239 
240 
241 
242 
243 



Homo sapiens 



SITE 
(3) 



Xaa equals any amino acid 



r^.n^ ' / ^ VERIFICATION SUMMARY^ DATE: 02/29/2000 

P^GE: 6 0PATENT APPLICATION US^ TIME: 10:21:53 

input set: 1376430. RAW 



Line ? Error/Warning 



Original Text 



236 W 
341 W 
356 W 
379 W 
390 W 
455 W 
457 W 
505 W 
546 W 
552 W 
579 W 



"N" 
"N" 
"N" 
"N" 
"N" 
"N" 
"N" 
"N" 
"N" 
"N" 
"N" 



or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 



used 
used 
used 
used 
used 
used 
used 
used 
used 
used 
used 



Feature 
Feature 
Feature 
Feature 
Feature 
Feature 
Feature 
Feature 
Feature 
Feature 
Feature 



required 
required 
required 
required 
required 
required 
required 
required 
required 
required 
required 



Trp Ser Xaa Trp Ser 

xaa Xaa Trp Xaa Xaa Trp Ser 

Thr Xaa Pro Ser Xaa Trp Ser 

Trp Xaa Xaa Xaa Pro Xaa Pro 

lie Pro Xaa Val Pro Asp Pro 

Leu Trp Arg Xaa Lys Lys Phe Leu Xaa Pro S 

Ser He Phe Pro Gly Leu Phe Xaa He His G 

ctcmytccca gcgtgccaga cccgaaatcc atcttccc 

Thr Ser Gly Cys Leu Leu Asp Ala Xaa Gin A 

Gly He Arg Xaa Asp Gly Asp Val Phe Xaa T 

Trp Xaa Trp Ser 



Input Set: 1376430 -RAW 



PREVIOUSLY ERRORED SEQUENCES-EDITED 



1 <210> 32 

2 <211> 144 

3 <212> DNA 

4 <213> Homo sapiens 

I ccggttagat ctgccatcat ggggcggctg gttctgccgg ttagatctgc catcatgggg 60 

7 cggctgg?tc tgccggttag atctgccatc atggggcggc tggttctgcc ggttagatct 120 

8 gccatcatgg ggcggctggt tctg 



